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Fig. 1: Medicinal, aromatic and ornamental plants (MAOPs) database platform. (A) Integrated Bioinformatics workbench
(homepage). (B) Window displaying the summary of accessions/entries in the MAOPs database. (C) Window
displaying the individual plant accession entry details. (D) Window displaying the DNA marker sequence, gel
image, sequenced band and its size in base pairs.
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addition to existing nuclear genomic DNA based barcode. 5. Bhore, S.J., A.H. Nurul  and  F.H.  Shah,  2009a.
The informative and or species-specific DNA markers will Genetic     variability     based     on   randomly
be used to distinguish the plant species. Developed DNA amplified   polymorphic   DNA   in  Mistletoe Fig
markers will also be used to catalogue the MAOPs in (Ficus deltoidea Jack) collected from peninsular
correlation with their secondary metabolites content. Malaysia. J. Forest Sci., 25: 57-65.

CONCLUSIONS N. Wade, I. Findlay, M.W. Graham and B.J. Carroll,

This project is successful in establishing MAOPs A culmination of DNA marker technology based on
database supplemented with DNA markers. The results arbitrary-primed PCR amplification. J. Biomed.
from this study indicate that the RAPD and RAMS Biotechnol., 2: 141-150.
techniques are useful and reliable tools for identification 7. Bhore, S.J., A.H. Nurul and F.H.   Shah,   2009b.
of germplasms and genetic relationship between and Genetic     variability   based     on     randomly
within the plants species. RAPD and RAMS markers can amplified polymorphic DNA in Kacip Fatimah
be used as a marker ID for individual plant species. (Labisia pumila Benth and Hook f) collected from
MAOPs database will be helpful in i) plant species Melaka and  Negeri   Sembilan   States   of   Malaysia.
conservation programs, ii) resolving biopiracy issues, iii) J. Forest Sci., 25: 93-100.
plant forensic investigations, iv) proper documentation of 8. Hantula,     J.,       M.         Dusabenyagasani     and
natural resources at national/regional level. The R.C. Hamelin, 2007. Random amplified microsatellites
reasonable diversity observed at DNA level in this study (RAMS)-A novel method for characterizing genetic
may be exploited for various applications in agriculture variation   within     fungi.   Euro. J.   Forest   Patho.,
sector and herbal industry. Nevertheless, this MAOPs 26: 3159-166.
database supplemented with DNA markers will be useful 9. Welsh, J. and M. McClelland, 1990. Fingerprinting
in selected plants information management. genomes using PCR with arbitrary primers. Nucleic
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